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Detailed protocol 


Parameters U_red and C(dT) are optimised against the experimental data in a global fitting procedure (Eq. 2). The parameters being optimised are the rate 
constants for the integrated rate equations Eq. 3-5), and C(dT) is decided by the rate constants and U_red(q) is then calculated from C(dT). The optimisation 
procedure was performed in Matlab with the fminsearch() function and Nelder-Mead as optimisation algorithm. 
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